ETag: "a0fbe12872ad1abf413a49d0e27bd00f"
authorization: LOW 3ozqvYVYZEAehk4f:REDACTED_BY_IA_S3
connection: TE, close
content-length: 694417
expect: 100-continue
host: s3.us.archive.org
te: deflate,gzip;q=0.3
user-agent: ias3upload/0.7.1
x-amz-auto-make-bucket: 1
x-archive-ignore-preexisting-bucket: 1
x-archive-meta-abstract: In the late 1970s, macromolecular crystallography at NIST began with collaboration between NIST and NIH to establish a single-crystal neutron diffractometer. This instrument was constructed and employed to solve a number of crystal structures: bovine ribonuclease A, bovine-ribonuclease-uridine vanadate complex, and porcine insulin. In the mid 1980s a Biomolecular Structure Group was created establishing NIST capabilities in biomolecular singe-crystal x-ray diffraction. The group worked on a variety of structural problems until joining the NIST/UMBI Center for Advanced Research in Biotechnology ( CARB) in 1987. Crystallographic studies at CARB were then focused on protein engineering efforts that included among others chymosin, subtilisin BPN', interleukin 1beta and glutathione S-transferase. Recently, the structural biology efforts have centered on enzymes in the chorismate metabolic pathways involved in amino acid biosynthesis and in structural genomics that involves determining the structures of hypothetical proteins to aid in assigning function. In addition to crystallographic studies, structural biology database activities began with the formal establishment of the Biological Macromolecule Crystallization Database in 1989. Later, in 1997, NIST in partnership with Rutgers and UCSD formed the Research Collaboratory for Structural Bioinformatics that successfully acquired the Protein Data Bank. The NIST efforts in these activities have focused on data uniformity, establishing and maintaining the physical archive, and working with the NMR community.
x-archive-meta-cite: J. Res. Natl. Inst. Stand. Technol. Vol. 106, No. 6, p. 1155
x-archive-meta-collection: NISTJournalofResearch
x-archive-meta-creator: Gilliland, G.L.
x-archive-meta-description: Journal of Research of the National Institute of Standards and Technology
x-archive-meta-issue: 6
x-archive-meta-keywords: macromolecular crystallography; neutron crystallography; protein crystallography; proteins; structural biology databases; x-ray crystallography
x-archive-meta-language: English
x-archive-meta-mediatype: texts
x-archive-meta-page: 1155
x-archive-meta-pubdate: 2001-11
x-archive-meta-publisher: National Institute of Standards and Technology
x-archive-meta-rights: The Journal of Research of the National Institute of Standards and Technology is a publication of the U.S. Government. The papers are in the public domain and are not subject to copyright in the United States. However, please pay special attention to the individual works to make sure there are no copyright restrictions indicated. Individual works may require securing other permissions from the original copyright holder.
x-archive-meta-title: Macromolecular crystallography and  structural biology databases a NIST
x-archive-meta-volume: 106
x-upload-date: 2011-08-29T18:21:29.000Z
